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53 540 550 560 70 580 590 600 610 620
AATTGGAT TAA GGAATATT ATAAAAGTAAAAGTGT GAAATTCTTTATTACTTCTAATGGT GATTTTAT TATATTTCCTATT GAACACTTCGAGCATTACTTTAACGT ATCT
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630 640 650 660 670 680 690 700 710 720 730 740
TGTACATACAGAATT G GCGGTTCAAGACATCTCAATTCG GCCTTCCTGATTTC CAGGCGTT AGAT GOCATCTCT TATACGAT GAGGGGGTTGGAACTGCATTCTG
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750 760 770 780 790 800 810 820 830 840 850 860 870
CGAGAACATTCACGAT GAATTTC GGGAGATGAT AAGGATTTTTTAAT TATA GAGAATAATGGAGCTTATCACGTT AGATITITAT CTAATACTTTTA ATGCTAAT GITTATATTTT C AATATC

880 8§90 900 910 920 930 940 950 960 970 980 990 1000
TT TAACT CGAGCA CC ACCACC ACCACCACTGAGAT CCGGCTGCGIA CACAGCCA G GG GCTGAGTT GGGTGCTQCC AGC GCTG AAC TACT AG CAT AGCCCC TTGGGG CCTCT

1010 1020 1030 1040 1050 1060 1070 1080 1090 1100 1110 1120
Cr GGGGCTAT GGGGCTTTTT GCTG GCY GAACT ATAT CC GGATTGT 0§ AATGGG ACACTCCCTCCTAGICOGTNC AT NGC GCCGGGUGN NCGGTGGGI TAT CCN NA GCAN GA COGCAT A C

1130 1140 1150 1160 1170 1180 1190 1200 1210 1220
CCTNTCAINCTEC T G CNGACACATT CAN AT N NGCGAT CG T NCTGCTCAG TT NCAC & T@ NC GTC AG NN N M NGG GC NGCN NT CN N NN CN GN




